Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.034; wR factor = 0.093; data-toparameter ratio = 32.9.
The asymmetric unit of the title compound [systematic name: aquabis(2,4,6-trinitrophenolato)(3,6,9-trioxaundecane-1,11-diol)gadolinium(III) 2,4,6-trinitrophenolate methanol hemisolvate], [Gd(C 6 III atom has nine coordination sites occupied by five O atoms of tetraethylene glycol as a pentadentate ligand, one O atom of a water molecule and three O atoms of the two picrate anions as bidentate and monodentate ligands. The geometry is distorted tricapped trigonal prismatic. The mean planes of the two coordinated mono-and bidentate picrate ligands to the Gd III center are almost perpendicular to each other, as indicated by the dihedral angles of 89.92 (8) and 86.60 (8) in the two complex cations. The ions are arranged in a two-dimensional network parallel to the ac plane. Short OÁ Á ÁO and NÁ Á ÁO contacts between the nitro groups, intramolecular C-HÁ Á ÁO hydrogen bonds, intermolecular O-HÁ Á ÁO, O-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds, and two -interactions between benzene rings [centroid-centroid distances = 3.8073 (10)-3.9831 (10) Å ] are observed. The methanol solvent molecule is disordered over two positions, with site-occupancy factors of ca 0.6 and 0.4.
Related literature
For hydrogen-bond motifs, see: Bernstein et al. (1995) . For bond-length data, see: Allen et al. (1987 Allen et al. ( , 1998 ; For related literature, see, for example: Kusrini et al. (2008) ; Rogers, Rollins et al. (1991) ; Rogers, Russel et al. (1991) ; Rogers & Henry (1992) ; Rogers et al. (1997) ; Casellato et al. (1982) .
Experimental
Crystal data [Gd(C 6 Table 1 Selected interatomic distances (Å ).
N2AÁ Á ÁO22B Symmetry codes: (i) x þ 1; y; z; (iii) Àx þ 1; Ày; Àz þ 1; (iv) Àx þ 2; Ày þ 1; Àz þ 1; (v) Àx þ 2; Ày þ 1; Àz þ 2; (vi) x; y; z À 1; (vii) Àx þ 1; Ày; Àz.
Data collection: APEX2 (Bruker, 2005 ); cell refinement: APEX2; data reduction: SAINT (Bruker, 2005 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) .
ligand and its donor oxygen atoms can be coordinated to Ln III ion in a pentadentate mode, (ii) shielding the encapsulated Ln III ion from further interaction with the surrounding atoms and/or water molecules, and (iii) its terminal hydroxy groups can act not only as oxygen donor atoms but also as hydrogen-bond donors (Kusrini et al., 2008 (Rogers, Rollins et al., 1991; Rogers Russel et al., 1991; Rogers & Henry, 1992; Rogers et al. 1997; Casellato et al., 1982) . Meanwhile, the EO 4 -Ln-Pic complex coordinated to the Ln III ions in the coordination sphere have yet to be described in the literature where Pic = picrate anion. In the title compound ( Fig. 1) , each gadolinium has nine coordination sites occupied by five oxygen atoms from the tetraethylene glycol (EO 4 ) as a pentadentate mode, an oxygen of water molecule, and three oxygen atoms of the two picrate anions as bidentate and monodentate ligands, respectively. Bond lengths and angles have normal values (Allen et al., 1987) .
The geometry is that of a distorted tricapped trigonal prism. The asymmetric unit of the crystal structure is composed of two crystallographically independent molecules of the complex, (A and B) with two uncoordinated picrate anions and one methanol solvent. The oxygen atom of the methanol molecule is disordered over two positions and the refined site-occupancy factors of the disordered parts are 0.603 (6) and 0.397 (6). The mean plane of the two coordinated mono-and bidentate picrate anions to the Gd III center are almost perpendicular to each other which can be indicated from the dihedral angles of 89.92 (8) and 86.60 (8)° in molecule A and B, respectively. In the crystal structure, molecules are arranged into 2-D infinite networks parallel to the ac plane. Because of the presence of many nitro-groups in the structure of the title compound, some of the intermolecular contacts, especially for the oxygen atoms, are shorter than the sum of the van der Waals radii of the relevant atoms (Allen et al., 1998) (Table 1 ). The crystal structure is stabilized by intramolecular C-H···O (× 4), intermolecular O-H···O (× 13), O-H···N (× 3), C-H···O (× 10) hydrogen bonds ( 
Refinement
The hydrogen atoms of the coordinated water molecules, hydroxy groups, and hydrogen atoms bound to the oxygen of the methanol solvent were initially located from the difference Fourier map and refined as riding with the parent atoms after using distance restraints. The rest of the hydrogen atoms were constrained and allowed to ride on the parent atoms. The C-O distances of the disordered methanol were refined with a C-O distance restraint of 1.359 (1) Å. The highest peak is located 0.69 Å from Gd1A and the deepest hole is located 0.49 Å from C21.
Figures Fig. 1 . The molecular structure of (I), showing 40% probability displacement ellipsoids. For clarity, only hydrogen atoms involved in intramolecular interactions (shown as dashed lines) were drawn. aquabis(2,4,6-trinitrophenolato)(3,6,9-trioxaundecane-1,11-diol)gadolinium(III) 2,4,6-trinitrophenolate methanol hemisolvate
Crystal data [Gd(C 6 
Special details
Experimental. The low-temperature data was collected with the Oxford Cyrosystem Cobra low-temperature attachment. 2.8 (3) C21B-C22B-C23B-C24B −4.2 (3) N7A-C22A-C23A-C24A −175.13 (16) N7B-C22B-C23B-C24B 176.27 (17) C22A-C23A-C24A-C25A 0.7 (3) C22B-C23B-C24B-C25B −1.1 (3) C22A-C23A-C24A-N8A 176.37 (16) C22B-C23B-C24B-N8B −177.27 (17) O23A-N8A-C24A-C25A 176.42 (18) O24B-N8B-C24B-C23B 178.1 (2) O24A-N8A-C24A-C25A −1.9 (3) O23B-N8B-C24B-C23B −0.8 (3) O23A-N8A-C24A-C23A 0.6 (3) O24B-N8B-C24B-C25B 1.8 (3) O24A-N8A-C24A-C23A −177.70 (18) O23B-N8B-C24B-C25B −177.03 (19) C23A-C24A-C25A-C26A −2.3 (3) C23B-C24B-C25B-C26B 2.0 (3) N8A-C24A-C25A-C26A −177.95 (16) N8B-C24B-C25B-C26B 178.14 (17) C24A-C25A-C26A-C21A 0.5 (3) C24B-C25B-C26B-C21B 2.4 (3) C24A-C25A-C26A-N9A
177.76 (16) C24B-C25B-C26B-N9B −175.79 (17) O20A-C21A-C26A-C25A −177.75 (17) O20B-C21B-C26B-C25B 170.14 (18) C22A-C21A-C26A-C25A 2.6 (2) C22B-C21B-C26B-C25B −6.9 (2) O20A-C21A-C26A-N9A 5.1 (3) O20B-C21B-C26B-N9B −11.7 (3) C22A-C21A-C26A-N9A −174.60 (15) C22B-C21B-C26B-N9B 171.29 (16) O26A-N9A-C26A-C25A
155.17 (18) O26B-N9B-C26B-C25B 158.42 (19) O25A-N9A-C26A-C25A −23.9 (2) O25B-N9B-C26B-C25B −18.7 (3) O26A-N9A-C26A-C21A −27.4 (3) O26B-N9B-C26B-C21B −19.9 (3) O25A-N9A-C26A-C21A
153.52 (17) O25B-N9B-C26B-C21B 163.01 (18) Symmetry codes: (i) x+1, y, z; (ii) x+1, y, z+1; (iii) −x+1, −y, −z+1. 
Hydrogen-bond geometry (Å, °)

